Tutorial 1 — Overview of CHO Genome Resources

CHO-K1 Genome Assembly and Annotation
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The CHO-K1 genome (CriGri_1.0) was assembled from lllumina sequencing data by a whole genome
shotgun (WGS) approach in which the CHO genome is sheared into smaller pieces, sequenced, and then
assembled into a draft genome sequence. The CHO-K1 genomic information is available at NCBI

GenBank using the accession codes described below.

Overlapping reads from short-insert (< 500 bp) paired-end
libraries are aligned and assembled into contigs. Contigs
are continuous sequences containing no gaps.

The CHO-K1 WGS contigs have accession numbers of
AFTD01000001-AFTD01265786.

Reads from all paired-end libraries, in increasing order of

insert size, are used to order contigs and assemble scaffolds.

Scaffolds may contain gaps (size can be estimated from
library insert size).

The CHO-K1 WGS scaffolds have accession numbers of
JHO00001-JH109151.

The WGS scaffolds are annotated by prediction of coding
sequences (CDS) and protein sequences.

All genes derived from this genome sequencing project have
been assigned the locus tag prefix 179.

Gene symbols were assigned to CHO protein-coding
genes in the Chinese hamster genome database
based on annotation of homologous proteins.
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As of December 2011, The Chinese hamster genome database contains information for the CHO-K1

genome (Xu et al. 2011) and the Chinese hamster mitochondrial genome (Partridge et al. 2007).
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