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Tutorial 6 — Searching the Proteome Database

The Chinese hamster proteome database can be reached by selecting the “Proteome” resource from the
menu bar or by selecting the “Proteome Browser” button from the homepage.

oA e CHOgenome.org

The address for the Chinese hamster proteome database is
http://www.CHOgenome.org/proteome.php.

The proteome database provides access to the proteomic data generated from CHO cell lines. This

database hosts protein data from 2D polyacrylamide gel electrophoresis (2D PAGE) gels and shotgun
proteomics analysis.

To have your data included, please contact us at chogenome@dbi.udel.edu.


http://www.chogenome.org/proteome.php
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2D PAGE Database

The 2D PAGE database is accessed by selecting the 2D PAGE Results button.

2D PAGE Results Shotg_;un Results
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The webpage has the complete list of 2D gels available for public search with a small image of the gel

and the publication information, if it has been published.

CHO 2D PAGE Gels

Please select a gel to view experimental details and spot information.

1. CHO-K1 reference map, Electrophoresis (2004) 25, 2545

3. CHO-July 2012 Example (not published)
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Selecting an image leads to a much larger image of the gel with a link to the reference (if applicable).

Experimental Details

CHO-K1 cells were grown in Ham's F12 medium supple:

MALDLTOF/TOF was used to identify spots.

Reference

Electrophoresis (2004) 25, 2545

CHO-K1 reference map

Click on a quadrant to view proteins.

with 10% fetal bovine serum.

Samples were separated on a 3-10 linear pH gradiept’and 12%T polyacrylamide gel. Gels were stained with SYPRO Ruby and
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Selecting a quadrant (if the total number of identified proteins is large) leads to a table of the identified
proteins, a labeled 2D gel, and links to the NCBI protein and the CHO Genome gene pages.
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Shotgun Proteomics Database

The shotgun proteomics database is accessed by selecting the Shotgun Results button.

2D PAGE Results Shotg_;un Results

The shotgun proteomics database consists of the protein sets submitted to the CHO genome website.
The publication for each dataset (if applicable) is listed following the description of each dataset. The

link connects to the Publications page on the CHO genome website, which contains the links for the
relevant publications.

Search: Publled v
| Submit Advanced

Please enter a search term above Display $ettings: () Abstract Send to; [

The data from the following publications are currently included in the database: JProteome Res. 2012 Mo 2:11(1155265-76, 00k 10,1021/p300476w, Egub 20120015
Proteomic analysis of Chinese hamster ovary cells.

1. Baycin-Hizal, et al., J Proteome Res (2012) 1 4 N - Y . . -

Baycin-Hizal D", Tabb DL Chaerkady B, Chen L. Lewis NE, Nagarajan H, Sarkaria V. Kumar A Wolozny D. Colag J,
# Author information
Abstract
To complement the recent genomic sequencing of Chinese hamster ovary (CHQ) cells. proteomic analysis was
performed on CHO cells mcludmg the cellular proteome, secrétome, and g\ymprmeome using tandem mass

The shotgun proteome database is searchable by protein name. The results page consists of all matches
from the selected datasets. The protein name and accession identification are provided for each result.



August 2014
Version 2.0

Selection of the accession identification yields the specific details from the identification. These details
can consist of the protein name, accession ID, the peptide sequences that were identified, the number
of identified sequences, coverage, FDR, and other experiment specific details of possible relevance,
including the cluster ID, group ID, SwissProt Annotation Homology, GO annotation, and Sequence ID.

Proteome Search

Search
cofitin Submit

2 matches found

Protein Name Acession

PR o-1-4kn {Cricetulss grsecs]  gil3 381
The data from the folowing publcations are currently included in the :a:nck

1. Baycin-Hzal et al, J Proteome Res (2012)

View Proteome Details

e [Cricetuus grise:

Protein Name

Accession ID

Identified Peptide Sequences
Num. identified Sequences
Num. identified Spectra 4

FDR 0.01802248
Coverage

Cluster iID

Group ID 241

SwissProt AnnotationHomology [FNNEESNURDR
with Highest Percentage i i T

GO Annotation
KEGG Annotation simitar 10 Cofilin-1 (Cofilin, non-muscie sofomm) (18 kDa phosphoprotein) (p18) : KOSTES cofiin
Sequence ID




